Supplemental table VII. Genes showing rapid upregulation by shade under phyC, D or E control. Global changes in gene expression in response to simulated vegetative shade were analysed in wild type (WT), phytochrome B mutant (phyB) and phytochrome A phytochrome B double mutant  (phyAB) seedlings.  Seven day old white-light grown seedlings were transferred to either one hour white light (1WL), one hour white + far red light (1FR), 24 hour white light (24WL) or 24 hour white + far red light (24FR). Transcripts matching predicted patterns of expression for genes showing rapid upregulation by shade under the control of phyC, D or E with a p-value of <0.01 are listed. Pattern fitting is described in the Materials and Methods. Probe set refers to the nomenclature used for the 8k Affymetrix chip. Expression values have been globally-scaled as described in the Materials and Methods.
	
	
	Expression level
	

	Probe Set
	p value
	WT 1WL
	WT 1FR
	WT 24WL
	WT 24FR
	phyB 1WL
	phyB 1FR
	phyB 24WL
	phyB 24FR
	phyAB 1WL
	phyAB 1FR
	phyAB 24WL
	phyAB 24FR
	Identifier
	Description

	15613_s_at
	0.00000
	20
	277
	14
	249
	63
	235
	67
	193
	49
	203
	65
	285
	At4g16780
	homeobox-leucine zipper  HAT4

	17231_at
	0.00000
	5
	288
	5
	352
	36
	316
	53
	288
	73
	373
	90
	489
	At2g46970
	PIF3 interactor PIL1

	17148_at
	0.00030
	16
	35
	20
	26
	22
	29
	17
	27
	21
	32
	21
	26
	At1g60440
	pantothenate kinase

	14011_at
	0.00037
	102
	203
	105
	193
	112
	163
	121
	157
	120
	209
	161
	216
	At3g57800
	bHLH transcription factor

	15431_at
	0.00061
	62
	110
	47
	88
	80
	104
	71
	114
	55
	106
	53
	76
	At4g27280
	centrin

	19045_at
	0.00182
	32
	73
	29
	100
	19
	60
	29
	125
	35
	43
	37
	107
	At2g46950
	cytochrome p450

	14077_at
	0.00232
	389
	760
	347
	535
	224
	419
	236
	515
	205
	507
	204
	389
	At4g08950
	putative phi-1-like phosphate-induced

	12368_at
	0.00435
	6
	47
	5
	48
	18
	55
	33
	58
	7
	11
	16
	46
	At5g07200
	gibberellin 20-oxidase

	16261_at
	0.00604
	11
	17
	7
	13
	8
	15
	10
	11
	9
	15
	14
	16
	At2g19950
	hypothetical protein

	14436_at
	0.00725
	48
	93
	51
	110
	64
	93
	90
	100
	60
	72
	79
	93
	At3g50750
	putative protein

	20436_at
	0.00958
	7
	13
	8
	14
	11
	10
	8
	11
	11
	14
	11
	14
	At3g46960
	putative helicase


