Supplemental table V. Genes showing delayed upregulation by shade under phyA control. Global changes in gene expression in response to simulated vegetative shade were analysed in wild type (WT), phytochrome B mutant (phyB) and phytochrome A phytochrome B double mutant  (phyAB) seedlings.  Seven day old white-light grown seedlings were transferred to either one hour white light (1WL), one hour white + far red light (1FR), 24 hour white light (24WL) or 24 hour white + far red light (24FR). Transcripts matching predicted patterns of expression for genes showing delayed upregulation by shade under the control of phyA with a p-value of <0.01 are listed. Pattern fitting is described in the Materials and Methods. Probe set refers to the nomenclature used for the 8k Affymetrix chip. Expression values have been globally-scaled as described in the Materials and Methods.
	
	
	Expression level
	

	Probe Set
	p value
	WT 1WL
	WT 1FR
	WT 24WL
	WT 24FR
	phyB 1WL
	phyB 1FR
	phyB 24WL
	phyB 24FR
	phyAB 1WL
	phyAB 1FR
	phyAB 24WL
	phyAB 24FR
	Identifier
	Description

	17517_s_at
	0.00000
	333
	265
	262
	1529
	286
	342
	323
	1179
	269
	274
	222
	173
	At5g36910
	thionin

	18929_s_at
	0.00000
	154
	147
	298
	726
	228
	182
	298
	818
	318
	245
	234
	351
	At5g13930
	chalcone synthase

	16113_s_at
	0.00000
	5
	5
	9
	100
	10
	20
	28
	167
	5
	5
	9
	15
	At1g65480
	FT

	20413_at
	0.00001
	19
	25
	23
	40
	25
	22
	25
	42
	27
	27
	22
	28
	At3g55120
	chalcone isomerase

	16605_s_at
	0.00001
	20
	28
	47
	78
	14
	17
	24
	108
	22
	20
	16
	15
	At5g08640
	flavonol synthase 1

	20650_i_at
	0.00002
	92
	69
	82
	155
	78
	67
	63
	134
	57
	58
	58
	48
	At2g36590
	putative proline transporter

	14393_at
	0.00003
	127
	66
	126
	260
	56
	33
	86
	312
	29
	22
	31
	18
	At4g04840
	transcriptional regulator

	13023_at
	0.00006
	115
	70
	111
	194
	107
	94
	103
	177
	85
	73
	91
	57
	At4g00050
	transcriptional regulator

	20638_at
	0.00011
	43
	52
	45
	69
	46
	48
	53
	65
	47
	55
	45
	51
	At4g34260
	hypothetical protein

	14636_s_at
	0.00013
	23
	8
	8
	37
	9
	7
	12
	31
	5
	5
	5
	5
	At1g75040
	thaumatin-like

	18866_at
	0.00019
	30
	21
	37
	79
	39
	54
	37
	77
	23
	32
	43
	44
	At2g19650
	CHP-rich zinc finger 

	17580_at
	0.00028
	350
	347
	305
	571
	286
	475
	292
	551
	329
	339
	272
	329
	At1g22770
	putative gigantea

	17922_at
	0.00041
	118
	106
	100
	173
	127
	124
	120
	162
	87
	81
	94
	100
	At5g54960
	pyruvate decarboxylase

	16927_s_at
	0.00061
	1475
	1508
	1489
	2195
	815
	1435
	1138
	2449
	791
	1034
	1174
	1566
	At4g30270
	xyloglucan endotransglycosylase

	17581_g_at
	0.00067
	81
	103
	62
	245
	63
	194
	90
	234
	98
	133
	75
	86
	At1g22770
	putative gigantea

	18946_at
	0.00067
	163
	149
	142
	273
	31
	65
	63
	308
	16
	23
	39
	132
	At5g39580
	peroxidase

	17601_at
	0.00141
	131
	118
	114
	170
	83
	109
	96
	153
	77
	74
	99
	83
	At4g36870
	BEL1-like homeobox 2

	17841_at
	0.00172
	57
	43
	48
	75
	48
	58
	47
	71
	33
	48
	56
	54
	At5g44870
	disease resistance (TIR-NBS-LRR class)

	16555_s_at
	0.00199
	40
	52
	43
	80
	16
	59
	53
	84
	29
	27
	37
	50
	At3g47500
	Dof zinc finger protein

	19881_at
	0.00276
	61
	41
	42
	70
	46
	43
	40
	69
	54
	46
	55
	35
	At2g34630
	geranyl diphosphate synthase

	15842_at
	0.00289
	48
	29
	23
	61
	28
	27
	28
	52
	31
	30
	27
	46
	At2g27840
	unknown protein

	20537_at
	0.00306
	301
	274
	182
	420
	235
	204
	244
	345
	128
	167
	166
	118
	At4g13340
	extensin-like

	18533_at
	0.00330
	375
	340
	307
	509
	111
	143
	138
	480
	78
	102
	153
	143
	At5g65730
	xyloglucan endotransglycosylase

	14504_s_at
	0.00359
	54
	45
	57
	85
	58
	67
	65
	90
	54
	44
	73
	72
	At2g28200
	zinc-finger

	17627_at
	0.00399
	55
	46
	44
	67
	46
	47
	55
	60
	47
	45
	40
	34
	At1g34260
	hypothetical protein

	15518_at
	0.00499
	12
	5
	5
	24
	5
	7
	5
	24
	13
	17
	14
	18
	At1g05000
	unkown protein

	18576_s_at
	0.00519
	114
	148
	118
	176
	123
	107
	116
	167
	101
	104
	161
	109
	At1g76890
	trihelix DNA-binding protein (GT2)

	20555_s_at
	0.00548
	26
	20
	20
	36
	8
	16
	11
	42
	16
	21
	17
	35
	At4g12280
	copper amine oxidase like

	20536_s_at
	0.00560
	44
	35
	47
	91
	54
	30
	66
	64
	44
	37
	55
	43
	At4g37680
	expressed protein

	13803_at
	0.00671
	90
	85
	67
	112
	25
	44
	28
	112
	31
	25
	51
	62
	At4g16690
	cyanohydrin lyase like

	13575_at
	0.00717
	37
	44
	37
	55
	34
	42
	35
	47
	43
	46
	41
	41
	At4g03430
	putative pre-mRNA splicing factor

	17481_at
	0.00777
	23
	21
	23
	36
	29
	28
	9
	34
	22
	20
	17
	21
	At1g03400
	aminocyclopropane carboxylate oxidase

	18507_s_at
	0.00822
	42
	48
	23
	76
	36
	37
	32
	45
	39
	41
	32
	33
	At4g36870
	BEL1-like homeobox 2

	12303_s_at
	0.00863
	22
	18
	15
	28
	23
	19
	23
	24
	18
	19
	20
	19
	At1g68990
	DNA-directed RNA polymerase

	15846_at
	0.00911
	34
	15
	21
	47
	11
	18
	36
	45
	5
	8
	5
	30
	At2g14560
	unknown protein

	18581_at
	0.00965
	508
	451
	426
	636
	272
	366
	256
	544
	214
	221
	296
	407
	At2g29340
	putative tropinone reductase


