Supplemental table III. Genes showing delayed upregulation by shade under phyB control. Global changes in gene expression in response to simulated vegetative shade were analysed in wild type (WT), phytochrome B mutant (phyB) and phytochrome A phytochrome B double mutant  (phyAB) seedlings.  Seven day old white-light grown seedlings were transferred to either one hour white light (1WL), one hour white + far red light (1FR), 24 hour white light (24WL) or 24 hour white + far red light (24FR). Transcripts matching predicted patterns of expression for genes showing delayed upregulation by shade under the control of phyB with a p-value of <0.01 are listed. Pattern fitting is described in the Materials and Methods. Probe set refers to the nomenclature used for the 8k Affymetrix chip. Expression values have been globally-scaled as described in the Materials and Methods.

	
	
	Expression level
	

	Probe Set
	p value
	WT 1WL
	WT 1FR
	WT 24WL
	WT 24FR
	phyB 1WL
	phyB 1FR
	phyB 24WL
	phyB 24FR
	phyAB 1WL
	phyAB 1FR
	phyAB 24WL
	phyAB 24FR
	Identifier
	Description

	17386_at
	0.00001
	246
	237
	266
	439
	452
	473
	347
	463
	406
	430
	461
	426
	At2g21140
	proline-rich protein

	16554_s_at
	0.00006
	56
	73
	74
	126
	101
	103
	110
	107
	100
	124
	122
	115
	At2g01150
	RING-H2 finger protein RHA2b

	12603_g_at
	0.00008
	48
	44
	37
	55
	57
	55
	53
	57
	56
	60
	56
	55
	At3g26560
	RNA helicase

	20666_at
	0.00009
	38
	35
	30
	55
	56
	51
	42
	53
	56
	53
	51
	52
	At1g04590
	unknown protein

	19821_at
	0.00010
	36
	40
	31
	50
	55
	59
	47
	59
	59
	56
	51
	60
	At3g21110
	SAICAR synthetase

	16163_s_at
	0.00067
	13
	19
	15
	41
	30
	30
	40
	41
	30
	24
	32
	38
	At4g22200
	potassium channel

	18255_at
	0.00096
	34
	30
	25
	38
	48
	57
	51
	46
	48
	42
	42
	53
	At2g38860
	protease I (pfpI)-like 

	14910_at
	0.00142
	10
	18
	16
	24
	42
	40
	27
	32
	25
	37
	30
	36
	At2g47010
	expressed protein

	12397_at
	0.00157
	22
	21
	19
	34
	44
	30
	32
	34
	26
	34
	34
	31
	At1g03440
	LRR protein family

	15893_at
	0.00164
	30
	39
	30
	45
	61
	60
	47
	50
	58
	74
	62
	68
	At4g25680
	putative protein

	16231_at
	0.00178
	8
	6
	5
	10
	13
	11
	11
	9
	11
	14
	9
	13
	At3g57730
	wall-associated kinase 1

	12265_at
	0.00195
	39
	45
	32
	49
	55
	51
	59
	46
	60
	57
	64
	62
	At2g32810
	beta-galactosidase

	18538_at
	0.00219
	19
	12
	15
	22
	31
	31
	30
	21
	36
	40
	34
	34
	At3g24660
	LRR transmembrane protein kinase

	16329_s_at
	0.00279
	22
	28
	26
	39
	56
	37
	37
	40
	36
	52
	49
	52
	At4g00900
	Ca2+-transporting ATPase - like

	16438_at
	0.00331
	605
	905
	594
	1183
	1270
	1333
	877
	1209
	1063
	1597
	1132
	1116
	At1g03870
	fasciclin-like arabinogalactan-protein

	18329_at
	0.00356
	104
	101
	102
	148
	522
	524
	473
	327
	645
	727
	601
	683
	At2g43050
	pectinesterase family

	18904_s_at
	0.00459
	27
	28
	21
	31
	33
	32
	32
	32
	30
	34
	39
	30
	At5g26240
	CLC-d chloride channel

	15869_at
	0.00459
	28
	17
	22
	32
	44
	51
	34
	39
	42
	37
	46
	28
	At1g15060
	hypothetical protein

	19893_at
	0.00471
	20
	36
	20
	42
	38
	31
	35
	39
	36
	37
	40
	40
	At5g26760
	putative protein

	20174_s_at
	0.00474
	8
	31
	13
	45
	73
	101
	54
	84
	98
	142
	104
	148
	At2g43060
	unknown protein

	16465_at
	0.00504
	37
	24
	25
	43
	66
	59
	76
	51
	89
	109
	81
	82
	At5g02490
	dnaK-type molecular chaperone

	17054_s_at
	0.00505
	37
	31
	65
	152
	105
	49
	101
	148
	127
	96
	123
	140
	At2g40100
	LHCB

	13643_at
	0.00511
	20
	32
	23
	35
	42
	42
	27
	34
	39
	42
	43
	44
	At2g39960
	unknown protein

	14711_s_at
	0.00569
	5
	16
	6
	16
	13
	21
	21
	21
	28
	23
	30
	22
	At2g40140
	putative CCCH-type zinc finger protein

	13497_at
	0.00571
	11
	9
	8
	13
	13
	15
	15
	10
	13
	12
	14
	12
	At1g22660
	putative tRNA adenylyltransferase

	20606_s_at
	0.00667
	46
	44
	26
	49
	51
	51
	50
	47
	56
	57
	60
	58
	At2g44950
	unknown protein

	19905_at
	0.00746
	8
	5
	10
	19
	28
	30
	21
	45
	33
	37
	50
	63
	At4g19420
	pectinacetylesterase family

	18809_at
	0.00797
	11
	5
	5
	9
	15
	12
	16
	14
	17
	12
	20
	13
	At1g05310
	pectinesterase family

	15537_s_at
	0.00882
	13
	17
	11
	20
	34
	31
	28
	23
	40
	37
	30
	17
	At2g27140
	expressed protein

	14875_at
	0.00964
	40
	40
	24
	47
	56
	57
	47
	44
	64
	71
	46
	64
	At4g08460
	hypothetical protein


